MR EmEHE M oder n Food Science and Technology 2023, Vol.39, No.2

=& HEENRXE v E o RERMEIEES
B RER T

FEx", @)Y, BEEH, BmMET, NFELH, ;T
(1. AL, HAE i TARB AR T, FALE R 441053) (2. Erad 547 &0 B &K BRI
SRNFT P, BALEFR 441053) (3. EAA QBB AR BEMTELLLT, HALEM 441614)

E: AFF QB ENE R REIRLBREAATAT F, RAARIEARS 8N A BARANLE S0 7 AN A % 4
MBBE MR, R ARG AEFBERE TR FENE LR, £REY, FUICARRIREREEHET B AL LR
¥, ERRBEEEHHA LEST E>TE, B4 ST 10°CRUY, £RRRIEEBE RS LRE. K. TOREEAM
BEFHARRE (P>005). NAE LA, FRERFEFAZRMERALEE. WEMRT, TESEEELEN S 50 4 mE 5
Fo TANB BB, HmAREL MR AARN, wst ¥ 4mtd &% Lactobacillus (91.59%); & Z A BMRAR IR, FrEimd £h

%, A4S ER&H09A Thermoascus (3345%). KIANHTEN, F WK B BMA MR LG A L R0 A F 42, 40T o
B, AWEELEIEIFR 948X M E H H J, Thermoascus. Rasamsonia #= Aspergillus 7T 48205 B 4 Bt F2 o o4 R4 . 4545
s NFFR BB —Z R R A B BT T BB B A DL R BENA B A T4,

KR BAHGm; BEk; BELM TAFHR SRRER

MEHS: 1673-9078(2023)02-180-187 DOI: 10.13982/j.mfst.1673-9078.2023.2.0318

Differencesin Microbial Community and Physicochemical Properties of

Different Layers of Fermentative Material in the Pit of the Fourth Round
of Jiangxiang Baijiu
WANG Yurong™? HOU Qiangchuan™ TIAN Longxin®3, ZHOU Jiaping®®, LI1U Juzhen®*, GUO Zhuang™*
(1.Hubei Provincia Engineering and Technology Research Center for Food Ingredients, Hubei University of Artsand
Science, Xiangyang 441053, China) (2.XiangyangJiangxiang Baijiu Solid State Fermentation Enterprise-School Joint
Innovation Center, Xiangyang 441053, China)
(3.Xiangyang Key Laboratory of Solid State Fermentation of Jiangxiang Baijiu, Xiangyang 441614, China)
Abstract: In this study, the fourth round of acoholic fermentative materials at different depths in Jangxiang Baijiu fermentation pit was
taken as the research object. The pure culture technology combined with high-throughput sequencing technique was used to detect the microbial
diversity and community structure, meanwhile, the bionics technology and conventional physical and chemical analysis methods were used to
determine the sample quality. The results showed that the total numbers of colony, lactic acid bacteria, molds and yeasts in the fourth-round
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acoholic fermentative materials at different depths of fermentation pit were in the order of upper > middle > lower, with all the contents higher
than 10° CFU/mL. The contents of moisture, reducing sugar, starch and protein as well as acidity differed insignificant (P>0.05). AS for sensory
quality, the lower layer acoholic fermentative material had a stronger fragrance but its bitterness and astringence were greater. The sequencing
results indicated a total of 50 bacteria genera and 74 funga generain different Stratified fermentative material, and their bacterial community
compositions were relatively similar, with the absolute dominant bacterial was Lactobacillus (91.59%); The composition of fungi in each layer
differed significantly, and their abundance was higher than that of bacteria, with Thermoascus having the highest relative abundance (33.45%).
The correlation analys's showed that there were complex biological processes among the microbial communitiesin the fourth round of acoholic
fermentative material. Compared with the bacteria, the correlation between fungal genera and physico-chemica indexes were more complex.
Thermoascus, Rasamsonia and Aspergillus might be the key genera in the fermentation process of acoholic fermentative material.

Comprehensive analysis showed that the microbia composition and flavor of the fermented materids at the middle and lower layers were more

unique compared with the fermented materials with different spatial distribution in the same cellar.
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